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Understand and explain what Simple2D_des.cmd is doing
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Create a structure with 5x5 pixels of the structure created in the Simple3D example
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Plot of the vertical and horizontal profiles of the phosphorus doping level,
the change with chanaina the

* gaussian-profile:

gaussianik [Cdopingd % profiles,
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* gaussian-profile:

gaussianik [Cdopingd % profiles,
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NGR = 3.0

NPIlus = 3.0, NGR = 3.0
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Formation of boron doping (p-stop) with a width of 2um and a depth of 1.2um
In the center between the electrodes
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Formation of boron doping (p-stop) with a width of 2um and a depth of 1.2um
In the center between the electrodes
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- Simple2D_dvs.cmd DA
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NSTRIPE % 2 == 1 DHZE%Z A+ 5,



el ed4

namel, ﬂamGE/\@P-dope (position © (+ (* i Lstripe pitch) (* 6.5 LNplus stripe) ) ©)

;1f NSTRIPE %2 == 1,next cmd will run.
(begin

P-dope® profile(Nplus)

(define j 1)

(define defname "Nplus")

(sdedr:define-gaussian-profile defname "PhosphorusActiveConcentration” "PeakPos" © "PeakVal" Pan "ValueAtDepth" Plow "Depth" Xj "Gauj

ls" "Factor" 0.8)

(sdedr:define-refeval-window "RefVal Nplus 0" "Line"
== (position @ (- ©@ (* 0.5 LNplus stripe)) 0)

Y=0D Eg@’\@P—dope (position @ (+ @ (* 0.5 LNplus_stripe)) ©)

)
(sdedr:define-analytical-profile-placement "Place Nplus 0" defname "RefVal Nplus 0" "Both" "NoReplace" "Eval")

T I
(
For |()()F) do ((i 1 (+1i1))) ((>1 (inexact->exact (* 0.5 (- NSTRIPE 1)))))

(define refevalnamel (string-append "RefVal Nplus " (number->string j) ) )
u (define placenamel (string-append "Place Nplus " (number->string j) ) )
N (define addPrefevalnamel (string-append "RefVal AddP " (number->string j)))
(define addPplacenamel (string-append "Place AddP " (number->string j)))

% b
B
= Jl
E

D +{Al=*name1,

(define refevalname2 (string-append "RefVal Nplus " (number->string (+ j 1)) ) )
(define placename2 (string-append "Place Nplus " (number->string (+ j 1)) ) )
- Eu:*namez (define addPrefevalname2 (string-append "refVal AddP " (number->string (+ j 1)) ) )
N (define addPplacename2 (string-append "Place AddP " (number->string (+ j 1)) ) )
(set! j (+ ] 2))

AN
& it
(sdedr:define-refeval-window refevalnamel "Line"
(position @ (- (* i Lstripe pitch) (* 0.5 LNplus stripe) ) 0)

)

(sdedr:define-analytical-profile-placement placenamel defname refevalnamel "Both" "NoReplace" "Eval")

(sdedr:define-refeval-window refevalname2 "Line"
(position © (- © (+ (* 1 Lstripe pitch) (* 0.5 LNplus stripe) )) 0)
(position ©@ (- © (- (* 1 Lstripe pitch) (* 0.5 LNplus stripe) )) 0)
)

(sdedr:define-analytical-profile-placement placename2 defname refevalname2 "Both" "NoReplace" "Eval")

il

515\ D B-dope

NSTRIPE % 2 == 0 ~\D
IR ® B 2 < AR,

B-dope profile

ss" "Factor" 0.8)

Namel,name2®
DopefiIi& DIRTE,
dopeDELT

;*********p-dope Suruyo
(define defname "AddPdope")
(sdedr:define-gaussian-profile defname "BoronActiveConcentration” "PeakPos" 0 "PeakVal" pspray "ValueAtDepth" Plow "Depth" XaddP "Gau=

(sdedr:define-refeval-window addPrefevalnamel "Line"
(position © (- (- (* 1 Lstripe pitch) (* 0.5 Lstripe pitch)) 1) 0)
(position © (+ (- (* 1 Lstripe pitch) (* 0.5 Lstripe pitch)) 1) 0)
)

(Bdedr:define-analytical-profile-placement addPplacenamel defname addPrefevalnamel "Both" "NoReplace" "Eval")

(sdedr:define-refeval-window addPrefevalname2 "Line"
(position © (- © (- (- (* 1 Lstripe pitch) (* 0.5 Lstripe pitch)) 1)) 0)
(position © (- © (+ (- (* 1 Lstripe pitch) (* 0.5 Lstripe pitch)) 1)) 0)
)

(sdedr:define-analytical-profile-placement addPplacename2 defname addPrefevalname2 "Both" "NoReplace" "Eval")
;***********p-dope Sitayo

(set! end-active (+ (* i Lstripe pitch) (* 0.5 LNplus stripe) ) )




